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Hormonomics is the study of the full spectrum of metabolites
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Initially designed for plants, but it has
applications for other species.

To assist In hypothesis
generation, datasets can be
searched for synthetic
transformations of the
compounds In
HormonomicsDB. This Is
performed by searching for
the m/z resulting from
(de)methylation,
de)amination,
(de)hydroxylation,
(de)glycosylation reactions.

Limitations: RTs cannot be
predicted and some
transformations are not

feasible Melatonin pathway with identified conjugates (red).
HormonomicsDB could help uncover more conjugates.

Validation and Applications
A dataset from the untargeted metabolomics experiment
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]| The biotranformation approach in HormonomicsDB
. D provides insight into potential new plant hormone

o conjugates, leading to hypothesis generation.
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The ability to use the tool as a shell allows for the potential
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to use HormonomicsDB for a wide range of applications.
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